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Table 1 B Degradation Index - Comparison of average
degradation index for all methods. Sample D was highly
degraded therefore no large target was recovered. The total

compared to the partial demineralization methods
(p-value: 56°C - 0.0128, 37°C/ 56°C - 0.0236).

However, the partial demineralization methods

of Proteinase K, the STR recovery improved with an
average of 57.61% compared to the 34.29% recovery

with the additional Proteinase K spike (Fig 3).
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appear when samples were later processed using a

Figure 1 M Extraction and Downstream Processing is likely due to the added Proteinase K as it does not

Schematic - Total and partial demineralization methods
were examined in duplicate (i.e. 2x) using various
incubation temperatures and Proteinase K volumes.

Figure 3 B Average Allele Recovery - Comparison of average total demineralization method at only 37°C without
STR allele recovery for total and partial demineralization methods

with various incubation temperatures.

appear in the total demineralization methods at 56°C
(Fig. 4A) or 37°C (Fig. 4C).

Traditional STR
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an additional Proteinase K spike.
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